Version 1:
Mass Cytometry is a revolutionary technology that addresses applications that are typically run by flow cytometer analyzers, but extends the capability to many simultaneous parameters. The detection technology is based on atomic mass spectrometry. It offers the specificity, dynamic range and quantitative capability of mass spectrometry in a format that is familiar to flow cytometry practitioners. The CyTOF™ Mass Cytometer "reads" the stable isotope tags attached to antibodies using the MAXPAR™ labelling kits. Because there are many (up to 100) available stable isotopes, and the mass spectrometer provides exquisite resolution between detection channels, many parameters can be measured as easily as one – and typically without requiring compensation.

Version 2:

The “mass cytometer” technology is premised on the use of elements, or stable isotopes, as tags instead of fluorophores, with measurement of the tags using an Inductively Coupled Plasma Mass Spectrometer (ICP-MS). The advantage lies in the large number of available elements and stable isotopes (potentially greater than 100), the high resolution of the mass spectrometer between detection channels, and the large dynamic range (linearity) of detection of the ICP-MS. These benefits, and others, result in the ability to perform multi-parameter assays of high order (up to 100) in single cells without the need for mathematical correction of overlap, and with large dynamic range both for a given target biomarker and between different biomarkers.
